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Abstract
Background: Small laboratory fish share many anatomical and histological characteristics with other vertebrates, yet can be
maintained in large numbers at low cost for lifetime studies. Here we characterize biomarkers associated with normal aging
in the Japanese medaka (Oryzias latipes), a species that has been widely used in toxicology studies and has potential utility
as a model organism for experimental aging research.
Principal Findings: The median lifespan of medaka was approximately 22 months under laboratory conditions. We
performed quantitative histological analysis of tissues from age-grouped individuals representing young adults (6 months
old), mature adults (16 months old), and adults that had survived beyond the median lifespan (24 months). Livers of 24-
month old individuals showed extensive morphologic changes, including spongiosis hepatis, steatosis, ballooning
degeneration, inflammation, and nuclear pyknosis. There were also phagolysosomes, vacuoles, and residual bodies in
parenchymal cells and congestion of sinusoidal vessels. Livers of aged individuals were characterized by increases in
lipofuscin deposits and in the number of TUNEL-positive apoptotic cells. Some of these degenerative characteristics were
seen, to a lesser extent, in the livers of 16-month old individuals, but not in 6-month old individuals. The basal layer of the
dermis showed an age-dependent decline in the number of dividing cells and an increase in senescence-associated b-
galactosidase. The hearts of aged individuals were characterized by fibrosis and lipofuscin deposition. There was also a loss
of pigmented cells from the retinal epithelium. By contrast, age-associated changes were not apparent in skeletal muscle,
the ocular lens, or the brain.
Significance: The results provide a set of markers that can be used to trace the process of normal tissue aging in medaka
and to evaluate the effect of environmental stressors.
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Introduction
A number of invertebrate and vertebrate model organisms have
been used to explore the root causes of aging. Fish are useful models
for this purpose because most of their organ systems, including the
brain, the heart, the hematopoietic system, and the digestive and
excretory organs, are similar to those of other vertebrates. Different
fish species show extraordinarily diverse patterns of aging. For
example, the Pacific salmon undergoes rapid senescence and death at
first spawning, whereas rockfish species exhibit indeterminate growth
with very slow or negligible aging [1,2]. Many small laboratory fish
such as the guppy, the zebrafish, and the medaka, and the annual
killifish are characterized by a regular time-dependent aging similar
to that of other vertebrates [2,3,4,5]. The rationale for use of these
species in experimental gerontology includes their short lifespans, the
relatively low cost of maintaining large numbers of individuals for
lifetime studies, and in many cases, a well-developed genetics.
Fish accumulate many of the same age-associated biomarkers
that have been characterized in other vertebrates. These include
senescence associated b-galactosidase (SA b-gal), oxidized pro-
teins, and lipofuscin (non-degradable pigment granules composed
of peroxidized lipids [1,4,6]. These markers are thought to arise as
a result of a dysfunctional mitochondrial-lysosomal axis in
senescent tissue [7,8,9]. High levels of SA b-gal have been used
as the basis of a zebrafish genetic screen, which identified
homologues of genes that have been implicated in aging or
genome maintenance in other organisms [10]. Together, these
data underscore the similarities in the pathophysiology and
genetics of aging between fish and other species.
The Japanese medaka (Oryzias latipes) is a well-characterized
teleost model organism with potential utility in experimental aging
research. It has a fully sequenced genome, and many genetic tools
are available, including transgenesis and target-selected mutagen-
esis, which can be used to manipulate expression of aging-related
genes (reviewed in [11,12,13,14]). Lifespan has been characterized
in medaka populations [15,16,17]. Telomeres and telomerase,
which have been linked to aging in other systems, have also been
characterized in the medaka [18,19,20]. One of the attractive
PLoS ONE | www.plosone.org 1 October 2010 | Volume 5 | Issue 10 | e13287aspects of medaka is that they have been widely used in toxicology
research [21,22,23]. In particular, their ability to tolerate a range
of environmental conditions has made them useful for investigat-
ing the effects of exposure to environmental stressors outside the
conventional biological laboratory setting [24,25,26,27]. These
characteristics suggest that medaka might be a useful model to
investigating the interaction between genotoxic agents and aging.
Indeed, there is one early report suggesting that a single exposure
to ionizing radiation during development significantly shortens
lifespan [16].
Here we investigate a number of tissues that have been shown to
undergo age-related changes in other models. These include: liver,
skin, skeletal muscle, heart, eye, and brain. Results showed
extensive morphologic changes in the liver, accompanied by
quantifiable changes in the number and size of lipofuscin deposits
and TUNEL-positive apoptotic cells. Age-associated changes were
also noted in the skin, heart and retina. Age-associated changes in
other tissues, including the ocular lens, skeletal muscle, and the
central nervous system, were not evident. These data, which have
previously been lacking, will expand the utility of medaka for aging
research.
Results
Overall growth and survival
The study design involved the comparison of individuals from
three age groups: young adults, mature adults, and adults that had
survived beyond the mean or median lifespan. To determine what
ages were appropriate for this analysis, we performed a small-scale
pilot study in which a cohort of 27 individual medaka fish was
observed for 29 months post-hatching until 100% mortality was
attained. A Kaplan-Meier survival analysis is shown in Fig. 1A.
There was about 20% mortality at or near the time of hatching,
with minimal mortality for the next 12 months. Mortality rate then
increased with age, with the population going into steep decline
after about 20 months. Mean and median lifespan and associated
confidence intervals are shown in Table 1. Based on these results,
we chose to use 6 month old, 16 month old, and 24 month old fish
to represent the three age groups.
Fig. 1B shows the gross appearance of representative individuals
form each group. The fish grow throughout this period with little
external signs of aging except for mild spinal curvature in some
individuals in the 24 month-old group. Consistent with a prior
report [20] this spinal curvature became more severe in the very
oldest fish in the population, which also lost coloration (data not
shown). To quantify the growth pattern, we determined the wet
weight for six male individuals in each age group. Mean weight
increased significantly at each time interval (P,0.01) (Fig. 1C),
indicating continuous growth into old age.
Age-associated changes in the liver
Age-associated changes have been widely reported in fish liver.
Studies using various species have reported vacuolization, fibrosis,
appearance of spindle-like cells with pyknotic nuclei, accumulation
of lipofuscin, protein oxidation, and malignant transformation
([4,28], reviewed in [1]).
To evaluate age-associated morphological alterations in the
medaka, we prepared paraffin-embedded histologic sections from
nine individuals in each age group. Normal morphology, defined
by a regular pattern of hepatocytes and sinusoidal spaces with an
absence of vascular congestion, inflammatory infiltration, and
cytoplasmic vacuolization, was seen in all of the 6-month old fish
(Table 2). One of the 16-month old fish showed spongiosis hepatis,
steatosis, macrophage aggregates and inflammatory infiltration.
Four other 16-month old fish showed just one of these changes
(either spongiosis hepatis or steatosis, but not both). The 24-month
old fish showed widespread and severe pathology, including
pyknotic nuclei in 8/9 individuals (P,0.01 vs. 16 month group),
spongiosis hepatis in 9/9 individuals (P=0.03 vs 16 month), and
macrophage aggregates in 8/9 individuals (P,0.01 vs. 16 month).
Some of the individuals showed steatosis, ballooning degeneration
(characterized by enlargement, whispy cytoplasm, and central,
pyknotic nuclei), inflammatory infiltrates, and perivascular inflam-
mation. Representative micrographs (Fig. 2) illustrate areas with
pathological changes (see Figure Legend for key to labeling).
Figure 1. Survival and growth of medaka under laboratory conditions. (A) Kaplan-Meier survival analysis. Time post-hatching is shown in
months. Dashed line indicates 50% survival. (B) Gross appearance of representative 6, 16, and 24-month-old male medaka. (C) Wet weight of medaka
used for histologic analysis (n=6 per group). Bars denote standard deviation. Differences between groups were significant by Student’s t -test
(**, P,0.01).
doi:10.1371/journal.pone.0013287.g001
Table 1. Mean and Median Survival Time
a.
Mean Median
Estimate Std. error 95% C.I.
b Estimate Std. error 95% C.I.
16.8 1.9 13.1–20.5 21.9 2.2 17.5–26.3
aAbbreviations are: Std. error, Standard error; C.I., Confidence interval.
doi:10.1371/journal.pone.0013287.t001
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micrographs of the 24-month-old specimens indicate many areas
in which pathological changes predominated, and in some
instances, little normal morphology remained. Serial sections of
the same specimens were stained with Gomori’s Trichrome Stain
(Fig. 2B). Characteristic blue/black nuclei and variable, red to blue
cytoplasm were seen, with no evidence of blue fibrotic lesions.
We performed a complementary analysis of liver ultrastructure
in specimens from 24-month old individuals. Samples were fixed
and embedded in resin as described in Materials and Methods.
Toluidine-blue stained semithin sections are shown in Fig. 2C.
Panel 2C(a) shows less-altered hepatic parenchyma, characterized
by small foci where hepatocytes appear to have been replaced by
macrophages (M). Panel 2C(b) illustrates what appear to be
different stages of the degenerative process, including one necrotic
hepatocyte with no inflammatory response (H), two microin-
flammatory foci where hepatocytes appear to have been replaced
by macrophages (M), and five open areas with some low density
protein or other material in the space once occupied by the
hepatocyte (Sp). This field also shows prominent congested venules
containing nucleated erythrocytes. Panel 2C(c) shows a more-
altered area of hepatic parenchyma with inflammatory foci
consisting of macrophages (M), a congested sinusoid (S) containing
nucleated erythrocytes, and a prominent area of spongiosis hepatis
at lower left. Some hepatocytes appear necrotic, others have a less-
densely stained area in the central portion of the cell (likely
glycogen).
Transmission electron microscopy was performed using ultra-
thin sections (Fig. 2D). Panel 2D(a) shows less-altered parenchyma.
One cell shows clear vacuoles (not lipid) at its basal face and
communicating with space of Disse (asterisk). Hepatocytes contain
numerous phagolysomes and residual bodies. A bile cholangiole
(Ch) is adjacent to a necrotic hepatocyte (H). Panel 2D(b) shows
more-altered hepatic parenchyma. At lower left corner, hepato-
cytes have been replaced by large macrophages containing
phagocytic debris (M). Parenchyma at top and right hand portion
of field shows shrunken hepatocytes (H) devoid of lipid but
revealing clear vacuoles at their peripheries. The sinusoids (S) at
top of field are congested with nucleated erythrocytes. Panel 2D(c)
shows strikingly altered parenchyma characterized by spongiosis
hepatis. Except for the single necrotic hepatocyte (H) at left of
field, spaces where hepatocytes once resided are now filled with
very low electron density transudate and necrotic debris. At lower
left of field, necrotic debris has been phagocytosed by the
macrophage (M). The hepatic skeleton remains, composed of
stellate cells with highly attenuated cytoplasm.
To identify quantifiable biomarkers in liver, we investigated the
presence of autofluorescent lipofuscin deposits (Fig. 3A). Experi-
ments were performed using paraffin-embedded liver sections.
Nuclei were counterstained with DAPI. Prominent red autofluor-
escent granules were seen in the 16 and 24 month-old specimens,
but not in the 6 month-old specimens. Quantification showed that
the number of lipofuscin deposits was highest in the 16 month-old
fish, with a significant decline in the 24 month-old fish (Fig. 3B). As
the total number of deposits declined, the average size increased
(Fig. 3C), suggestive of consolidation of smaller deposits into larger
aggregates.
We also investigated the presence of apoptotic cells based on
TUNEL staining and nuclear morphology. Apoptotic cells
(arrowheads) were sparse in the specimens from 6-month old fish,
somewhat more abundant in those from 16-month old fish, and
frequent in those from 24-month old fish (Fig. 3D). Quantification
showed that the number of apoptotic cells increased significantly at
each timepoint (Fig. 3E).
Age-associated changes in skin and muscle
Aging has profound effects on both skin and skeletal muscle in
many organisms. Skin and skeletal muscle have previously been
examined in aging zebrafish [6]. SA b-gal, a widely used
biomarker of vertebrate aging [10,29], was prominently visible
in the skin of aged zebrafish. Somewhat mixed results were
reported for zebrafish skeletal muscle. Analysis of muscle extracts
indicated accumulation of oxidized protein. Lipofuscin deposits
were not detected, however, and proliferative capacity, as
measured by BrdU incorporation was maintained [6].
To investigate age-associated changes in skin and skeletal
muscle of medaka, we prepared frozen sections from fish that had
been prelabeled for 7 days with BrdU. Staining results for SA b-
galactosidase are shown in Fig. 4A. Positive areas (arrows) were
most numerous in the 24 month-old samples, with only sparse
labeling of 6 and 16 month-old samples. Sections from the same
individuals were also stained with anti-BrdU antibody (Fig. 4B).
Brightly labeled cells (arrows) in the basal layer of the dermis were
present in 6 month-old fish, prominent in 16 month-old fish, and
apparently absent at 24 months. Quantification of the same data is
Table 2. Summary of Liver Pathology
a.
Fish NP SH BD ST II MA PVI
24 month + + + + - + -
+ + - + + + -
+ + - + + + -
+ + + + + --
+ + - + + + +
+ + ---+ -
+ + - + - + -
- + ---+ -
+ + - + - + -
16 month - + - + + + -
- + -----
-------
-------
-------
---+ ---
- + -----
- + -----
-------
6 month -------
-------
-------
-------
-------
-------
-------
-------
-------
aAbbreviations are as follows: SH, spongiosis hepatis; MA, macrophage
aggregrates; ST, steatosis; BD, ballooning degeneration; NP, nuclear pyknosis;
II, inflammatory infiltration (lymphocytes, plasma cells, macrophages);
PVI, perivascular inflammation.
doi:10.1371/journal.pone.0013287.t002
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significantly in the oldest individuals. It is notable that BrdU
staining was seen principally in the basal layer of the dermis, that
is, the same layer where SA b-gal was seen in samples from older
individuals. Together, data are indicative of a reciprocal
relationship between SA b-gal staining and reduced proliferative
capacity as measured by BrdU labeling.
Age-associated changes were not apparent in skeletal muscle,
which was present in the same sections. In this tissue, there was
only sparse BrdU labeling (1–2 cells per microscope field, Fig. 4B
and data not shown), which did not change with age. The
apparent absence of age-related degeneration in skeletal muscle is
consistent with the continuous increase in body size and mass seen
in Figs. 1B and 1C.
Age-associated changes in the heart
There has been a report of age-associated changes in the heart
of the aging guppy fish [30]. To investigate age-associated changes
in the medaka heart, we used Gomori’s Trichrome stain, which
simultaneously indicates nuclei (dark blue/black), erythrocytes and
muscle fibers (shades of red/blue), and connective tissue (blue/
green) [31] (Fig. 5A). The hearts of the 6 month-old group
appeared normal with no evidence of fibrosis or lipofuscin
deposits. There were occasional brown deposits visible in the
heart of 16 month-old fish (arrows, inset), which we interpreted as
lipofuscin. Hearts of the 24 month-old fish showed many, larger
brown lipofuscin deposits (arrows) and blue-stained connective
tissue (open arrowhead).
The accumulation of lipofuscin was confirmed by autofluores-
cence. Prominent red autofluorescent granules were seen in the 16
and 24 month-old specimens (Fig. 5B, arrows). By contrast, few or
no red autofluorescent granules are seen in the 6 month-old
specimen. Together, results indicate a difference between cardiac
muscle, where age-associated degenerative changes were evident,
and skeletal muscle, where no age-associated changes were seen
(Fig. 4).
Age-associated changes in the eye
Age-associated degenerative changes in the eye occur promi-
nently in many vertebrates, including zebrafish. To investigate
whether such changes occur in the medaka, we examined the
histology of the retina in fish from different age groups (Fig. 6). We
observed consistent changes in the retinal pigment epithelium/cell
layer, with reduction or loss in the number of strongly pigmented
cells seen in the 16 month and 24 month-old specimens
(arrowheads). Age-associated changes in the other retinal layers
were not consistently seen, however. In zebrafish, there has been a
report of age-associated accumulation of lipofuscin, and the
occurrence of drusen-like lesions, similar to those seen in age-
related macular degeneration in humans [4]. We did not observe
these phenomena in our medaka cohort (data not shown). We also
did not observe age-related increases in lens opacity, which would
be indicative of cataractogenesis (data not shown).
Discussion
In the present study, we characterized biomarkers of normal
aging in a population of medaka fish that was maintained under
laboratory conditions. We define aging in terms of the survival
curve, which steeply declined after about 20 months. Among the
organs examined, the earliest and most extensive signs of aging
were seen in the liver. Morphologic examination using light and
transmission electron microscopy showed many changes at the
level of individual hepatocytes. Death of these cells appears to
trigger formation of small inflammatory foci, with individual
macrophages replacing hepatocytes. Aged liver was also charac-
terized by congestion of the blood vessels. In some specimens,
larger areas of inflammation with infiltration of lymphocytes were
seen. Spongiosis hepatis (also called cystic degeneration), which
consists of cyst-like, multilocular formations, filled in some cases
with acidophilic material, may represent an end stage in this
degenerative process. Quantitative histologic analysis revealed a
significant increase in the number and size of autofluorescent
lipofuscin granules, and a rise in the proportion of TUNEL-
positive apoptotic cells.
We did not observe neoplasia in any of the liver sections that
were examined, consistent with the reported low incidence of
spontaneous liver neoplasia in medaka, especially among males
[32,33]. It has been suggested that spongiosis hepatis, which was
observed, may be a preneoplastic lesion, although this is
controversial [34,35]. Spongiosis hepatis has been extensively
studied in aging rats (reviewed in [34]) and has been reported in
several previous studies of medaka and other teleosts [21,36,37],
although it apparently does not occur in humans or mice.
Carcinogen exposure can increase the incidence of spongiosis
hepatis, and the lesion is sometimes found in association with
hepatic neoplasia. However, direct evidence that it is a precursor
to neoplasia, particularly in teleosts, is lacking.
Age-associated changes were also seen in other tissues, although
they were not as prominent as in liver. There was an age-
associated decline in the number of BrdU-labeled proliferative
cells and an increase in SA b-gal in the basal layer of the dermis.
Age-associated changes in the heart were noted, including
accumulation of lipofuscin granules, loss of muscle fibers, and
presence of fibrotic tissue. The retinal epithelium showed an
apparent loss of pigmented cells. Age-associated changes were not
observed in skeletal muscle, ocular lens, or brain (data not shown).
We cannot rule out the possibility that age-associated changes in
these or other tissue might be seen if a larger number of animals
were observed.
Zebrafish have been reported to show some of the same age-
associated tissue alterations as reported here for the medaka,
including pathologic changes in liver and accumulation of SA b-
gal in the dermis [4,6]. There are also some differences, however.
Accumulation of SA b-gal is prominently visible in whole-mount
preparations of zebrafish and has been used as the basis of a
genetic screen [10]. We were not successful in applying this
method in medaka, as high levels of background were present in
Figure 2. Age-associated morphological changes in liver. (A-B). Paraffin-embedded sections were prepared and stained as described in
Materials and Methods. (A) Hematoxylin and eosin staining. (a-h) Individual sections representing pathology observed in different age groups.
Lettering and symbols denote spongiosis hepatis (SH), ballooning degeneration (BD), nuclear pyknosis (NP), perivascular inflammation (PVI),
inflammatory infiltrate (II), macrophage aggregate (MA), and steatosis (St). (B) Gomori’s Trichrome stain. Panels (a) through (d) correspond to serial
sections of corresponding specimens in (A). (C) Toluidine blue-stained semithin sections from 24-month old individuals. Lettering denotes
macrophages (M), necrotic hepatocyte (H), space once occupied by hepatocyte (Sp), and congested sinusoid (S). (D) Transmission electron
micrographs of liver sections from same fish. Lettering and symbols denote vacuoles communicating with space of Disse (*), bile cholangiole (Ch),
macrophage (M), necrotic or shrunken hepatocytes (H), and congested sinusoid (S).
doi:10.1371/journal.pone.0013287.g002
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Zebrafish reportedly exhibit elevated levels of oxidized protein in
aging skeletal muscle [6], which we were unable to detect in
medaka (data not shown). Zebrafish have also been reported to
undergo age-dependent changes in the abundance and aggrega-
tion of lens crystallins [38]. We did not examine lens proteins in
the medaka, although gross changes in the lens were not apparent.
We also did not observe morphologic changes in the retina to the
same extent as has been reported in very old zebrafish [6],
although we cannot exclude the possibility that these might have
been observed if we had examined the very oldest medaka.
Several general theories have been proposed to explain the root
causes of aging, including cumulative effects of oxidative stress. It
seems likely that oxidative stress contributes to aging in the
medaka, based on the presence of lipofuscin granules, composed
mostly of peroxidized lipids, in both the liver and heart.
Exhaustion of stem/progenitor cells is also a possible contributor
to aging in the medaka, consistent with loss of BrdU-labeled stem/
progenitor cells in the basal layer of the dermis. Whether telomere
erosion contributes to exhaustion of stem/progenitor cells, as has
been posited in other organisms, is unknown. In contrast to
mammalian systems, telomerase is present in somatic adult tissue
of the medaka [18,19,20], although age-associated telomere
shortening has also been reported in medaka [20].
The lifespan of poikilothermic organisms is inversely correlated
with temperature [39,40,41]. This may, in part, reflect the
dependence of oxidative metabolism and resultant oxidative stress
on environmental temperature, although other factors also play a
role ([42], reviewed in [41]). Medaka in the present study were
maintained under standard laboratory conditions at constant
Figure 4. BrdU incorporation and senescence-associated b-galactosidase activity in skin and skeletal muscle. Each panel is a transverse
section showing skeletal muscle (at top) and skin (at bottom). Cryosections were prepared and stained as described in Materials and Methods. (A)
Senescence-associated b-galactosidase detected by histochemical analysis using X-gal substrate (blue staining). Positive areas are denoted by white
arrows. Tissue was counterstained with eosin. Insets show higher magnification views of boxed regions. (B) BrdU incorporation detected by
immunofluorescence (green channel). Positive cells are denoted by white arrows. Nuclei were counterstained with 7-amino actinomycin D (7-AAD)
(red channel). (C) BrdU-positive cells per field were quantified as described in Materials and Methods. Error bars denote standard deviation.
Significance was determined based on Student’s t-test (**, P,0.01). Each field is 2.26610
5 mm
2.
doi:10.1371/journal.pone.0013287.g004
Figure 3. Quantifiable biomarkers in aging liver. (A) Detection of lipofuscin by autofluorescence (red channel). Nuclei were counterstained
with DAPI (blue channel). (B) Quantification of lipofuscin deposits per field. Number of deposits per field was scored manually and areas were
determined as described in Materials and Methods. Error bars denote standard deviation. Significance was determined based on Student’s t-test (**,
P,0.01). Each field is 2.13610
3 mm
2.( C) Area of lipofuscin deposits. (D) Detection of apoptotic cells based on TUNEL staining (see Materials and
Methods) and condensed nuclear morphology. Nuclei were counterstained with methyl green. Positive cells are denoted by arrowheads. (E)
Quantification of apoptotic cells per field. Each field is 3.29610
4 mm
2. Error bars and significance as in panel B (**, P,0.01).
doi:10.1371/journal.pone.0013287.g003
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not undergo a period of winter dormancy as they would in their
natural environment. Although the experimental design is somewhat
different, it appears that the median lifespan observed here is
somewhat shorter than in medaka studies performed by Egami and
coworkers in the 1960s and 1970s [17], which were conducted in an
outdoor environment. Although maintenance of the medaka under
controlled laboratory conditions, with the shorter lifespan, is
conducive to experimental studies, it is worth noting that the specifics
of the aging process (including the organ systems that are most
affected) may be different than in the wild. Similar considerations
apply to other model organisms used in aging research.
One rationale for the use of small laboratory fish as models for
aging is the well-developed genetics. Mutant lines of medaka have
Figure 5. Histology and lipofuscin accumulation in heart. Paraffin-embedded sections were prepared and stained as described in Materials
and Methods. (A) Gomori’s Trichrome staining was performed as described in Materials and Methods. Arrows in 40X images indicate lipofuscin
granules. Open arrowhead (40X image of 24 month-old fish) indicates blue-stained connective tissue (CT). Insets show enlargements of boxed
regions (B) Detection of lipofuscin by autofluorescence (red channel, deposits indicated by white arrows). Nuclei were counterstained with DAPI (blue
channel).
doi:10.1371/journal.pone.0013287.g005
Figure 6. Histology of retina. Each panel is a transverse section of a similar region of the retina. Paraffin embedded sections were stained with
hematoxylin and eosin as described in Materials and Methods. Cell layers are indicated at right: GCL, ganglion cell layer; IPL, inner plexiform layer; INL,
inner nuclear layer; OPL, outer plexiform layer; ONL, outer nuclear layer; IS/OS– inner segment/outer segment of the photoreceptor cells; RPE/C,
retinal pigment epithelium/cells. Arrowheads in center and right panel indicated regions where pigmented cells have been lost.
doi:10.1371/journal.pone.0013287.g006
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in humans, PARK2, which is associated with hereditary Parkinson’s
disease, SIRT1, which is the homolog of a gene that affects aging in
budding yeast, and TP53, which is associated with Li-Fraumeni
syndrome and frequently undergoes somatic mutation in cancer
[43]. Clearly, it will be of interest to investigate the effect of
mutations in these and other genes on the endpoints reported here.
Medaka has also been widely used as a model for toxicology
research (for example, [21,22]). There has been at least one study
linking genotoxic insult to accelerated aging in the medaka [16]. In
this work, report that a 1 Gy dose of radiation (about 5% of the
LD50 [44,45]), delivered to embryos at 8d post-fertilization,
increased mortality rates at times long after exposure. Clearly, it
will be of interest to investigate effects of radiation and other
genotoxic exposures on quantitative biomarkers of aging.
Materials and Methods
Fish
CAB wild-type Japanese medaka fish (Oryzias latipes) were
maintained with a 12 h:12 h light: dark photoperiod at 2761uCi n
a recirculating habitat system. Fish were maintained in condi-
tioned water with quality parameters as follows: pH, 7.5–8.3;
conductivity, 500–560 mS; alkalinity, 80–100 mg/L as CaCO3;
hardness, 100–120 mg/L as CaCO3; and dissolved oxygen, 5–
7 mg/L. Fish were fed freely until they reached satiation twice
daily, once with brine shrimp plus flake food in the morning and
once with flake food in the afternoon. Protocols were approved by
the Medical College of Georgia Institutional Animal Care and Use
Committee (protocol number BR09-10-259), which specifically
approved this study.
Statistical methods
Statistical analysis was performed using the SPSS package (IBM
Corp., Chicago, IL).
Experimental design and tissue processing
The lifespan study was based on a group of 27 viable embryos,
which were allowed to hatch and followed until 100% mortality
was reached at 29 months. The remaining studies were performed
using individuals that were selected at random from separate, age-
grouped populations maintained in the same habitat. To minimize
subjectivity, a person who was not otherwise involved in the study
performed this selection. Some individuals were subjected to a
BrdU labeling procedure (as described in a later section of
Materials and Methods) and others were euthanized and tissues
collected immediately. No differences in histology of paraffin-
embedded tissues were apparent among individuals that were or
were not subjected to the BrdU labeling procedure, and thus
histologic data from all individuals within each age group was
pooled in the analysis.
After fixation, liver, heart, and eye tissue were collected and
paraffin-embedded. Sections (5 mm) were prepared, then dewaxed
prior to staining. Staining was performed using hematoxylin and
eosin or a Gomori’s Trichrome Stain kit (Polysciences, Inc.,
Warrington, PA) as indicated in the Figure Legends. For Gomori’s
Trichrome staining, slides were incubated in Bouin’s fixative
overnight at room temperature. Samples were washed to remove
all yellow color and stained with Wiegert’s Iron Hematoxylin for
10 min at room temperature. Samples were again washed and
stained with Gomori’s Trichrome Stain for 15 min at room
temperature. Samples were then placed in 0.5% hydrochloric acid
for 2 min to differentiate the stain. Samples were dehydrated
through graded ethanols and cleared in xylene. Liver pathology
was interpreted according to [21].
For analysis of hepatic ultrastructure, a portion of the liver was
reserved, prior to paraffin embedding, and transferred to PBS
containing 15% sucrose, and kept at 4uC until processing.
For evaluation of hepatic ultrastructure, 0.5 mm thick slices were
made from the periphery of each liver, minced into 0.5–1 mm
rectangles, and placedin freshfixative. With initiation ofprocessing,
rectangles were rinsed twice in 0.1 M sodium phosphate buffer
(pH 7.2–7.4) and post-fixed in the same buffer containing 1%
osmium tetroxide for 1 h at room temperature. The resultant
secondarily fixed tissue pieces were rinsed twice in distilled water,
dehydrated in graded ethanol, rinsed twice in 100% acetone, placed
in a 1:1 mixture of Spurr’s resin and acetone for 30 min, and then
transferred to 100% Spurr’s resin for 1 h. Tissue was transferred to
fresh 100% Spurr’s resin for 1 h, placed in molds and allowed to
polymerize at 70uC overnight. Semithin sections (500 nm thick)
were cut with glass knives and stained with 1% Toluidine Blue O in
1% sodium borate. Once liver was verified as present in semithin
sections, ultrathin sections (70–90 nm thick) were cut with a
diamond knife, stained with methanolic urany acetate and lead
citrate, and examined using a FEI/Philips EM 208S transmission
electron microscope at 80 kV accelerating voltage. Transmission
electron microscopy, processing, analysis, and imaging were
performed at the Laboratory for Advanced Electron and Light
Optical Methods, College of Veterinary Medicine, North Carolina
State University, Raleigh, NC.
Lipofuscin detection
Paraffin-embedded sections were dewaxed, rehydrated, stained
with 0.6 mM4 9,6-diamidino-2-phenylindole (DAPI) and mounted
with Antifade media (Invitrogen). Lipofuscin autofluorescence was
detected at 585 nm and DAPI fluorescence was detected at
405 nm. Nine fish per age group were examined and represen-
tative images are shown. For quantification of lipofuscin deposits
in liver, 10 randomly selected, nonoverlapping fields per individual
were scored manually (each field is 2.13610
3 mm
2). Areas were
calculated using the ZEN 2009 LE software package (Carl Zeiss
Microimaging, Inc, Thornwood, NY).
TUNEL assay
Paraffin-embedded sections were dewaxed and rehydrated.
Samples were then pretreated by heating to boiling for 10 minutes
in 0.01 M citrate buffer pH 6.0. Heating was performed using a
1000 W microwave oven at 100% power for 1 min to bring the
samples to boiling and 30% power for 9 min to maintain
temperature. Endogenous peroxidase was quenched and TdT
labeling was performed using a ApopTag peroxidase in situ
apoptosis detection kit (Millipore, Billerica, MA). Slides were
counterstained with 0.5% methyl green, dehydrated, and
mounted. Nine fish per age group were examined. 10 randomly
selected fields (3.29610
4 mm
2 each) per individual were scored
manually. Cells were scored as apoptotic only if both peroxidase
staining and condensed nuclear morphology were seen.
BrdU incorporation assay
Three individuals from each age group were maintained in foil-
covered beakers (300 ml of conditioned water in a 600 ml beaker)
with 80 mg/L BrdU (Sigma-Aldrich, St. Louis MO) for 7 days.
They were fed once with brine shrimp on day 4, with a change of
water 2 hours after feeding. Three control individuals in each age
group were maintained identically except in the absence of BrdU.
Fish were euthanized on day 8 of incubation, fixed in 2%
paraformaldehyde, 0.05% glutaraldehyde, 80% Histochoice
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CaCl2 at 4uC overnight and incubated with gum sucrose (0.88 M
sucrose containing 1% gum acacia) at 4uC for a further 48 hours
[46]. The trunk, containing skeletal muscle and skin, was
embedded in Tissue-Tek Optimal Cutting Temperature (OCT)
compound (Fisher Scientific, Pittsburgh, PA). OCT embedded
tissue was kept at 280uC before sectioning.
For evaluation of BrdU uptake in skeletal muscle and skin, 8 mm
transverse sections were prepared from OCT-embedded tissues.
Sections were placed on Superfrost Plus slides (Fisher Scientific,
Pittsburgh, PA) and prepared for staining as described [6].
Samples were then incubated overnight at 4uC with anti-BrdU
mouse monoclonal antibody PRB-1 (Invitrogen, Carlsbad, CA),
1:50 dilution in blocking buffer (PBS containing 1% Tween 20,
10% fetal calf serum, 1% DMSO). Negative control samples were
incubated in blocking buffer without primary antibody. Slides
were washed with PBS and incubated for 1 h at 37uC with Alexa
Fluor 488-conjugated goat anti-mouse IgG1 (Invitrogen), 1:200
dilution in blocking buffer containing 32 mM 7-amino actinomycin
D. Slides were washed, mounted with Prolong Gold Antifade
Reagent (Invitrogen) and stored in the dark at 4uC. Images were
collected and BrdU-positive cells were scored manually. A
minimum of 11 non-overlapping fields (2.26610
5 mm
2 each) per
age group were scored.
Senescence-associated b-galactosidase assay
Cryosections were prepared and placed on slides as described in
the preceding section. Slides were stained as described [29].
Briefly, slides were stained overnight at 37uC with a solution of
1 mg/ml 5-bromo-4-chloro-3-indolyl-b-D-galactopyranoside (X-
gal), 5 mM potassium ferricyanide, 40 mM citric acid-sodium
phosphate pH 6.0, 2 mM MgCl2, 150 mM NaCl. Slides were
washed three times with PBS and once with water, counterstained
with eosin, dehydrated, and mounted. Four fish per age group
were examined and representative images are shown.
Acknowledgments
We thank the staff in the Medical College of Georgia cell imaging and
histology core laboratories for assistance in the use of their facilities.
Author Contributions
Conceived and designed the experiments: LD WWK DEH JS WSD.
Performed the experiments: LD DEH. Analyzed the data: LD WWK DEH
JS WSD. Contributed reagents/materials/analysis tools: WWK. Wrote the
paper: LD WSD.
References
1. Patnaik BK, Mahapatro N, Jena BS (1994) Ageing in Fishes. Gerontology 40:
113–132.
2. Gerhard GS (2007) Small laboratory fish as models for aging research. Ageing
Res Rev 6: 64–72.
3. Kishi S (2004) Functional Aging and Gradual Senescence in Zebrafish.
Ann N Y Acad Sci 1019: 521–526.
4. Kishi S, Slack BE, Uchiyama J, Zhdanova IV (2009) Zebrafish as a genetic
model in biological and behavioral gerontology: where development meets aging
in vertebrates—a mini-review. Gerontology 55: 430–441.
5. Genade T, Benedetti M, Terzibasi E, Roncaglia P, Valenzano DR, et al. (2005)
Annual fishes of the genus Nothobranchius as a model system for aging research.
Aging Cell 4: 223–233.
6. Kishi S, Uchiyama J, Baughman AM, Goto T, Lin MC, et al. (2003) The
zebrafish as a vertebrate model of functional aging and very gradual senescence.
Exp Gerontol 38: 777–786.
7. Brunk UT, Terman A (2002) The mitochondrial-lysosomal axis theory of aging:
accumulation of damaged mitochondria as a result of imperfect autophagocy-
tosis. Eur J Biochem 269: 1996–2002.
8. Dunlop RA, Brunk UT, Rodgers KJ (2009) Oxidized proteins: mechanisms of
removal and consequences of accumulation. IUBMB Life 61: 522–527.
9. Terman A, Kurz T, Navratil M, Arriaga EA, Brunk UT (2010) Mitochondrial
turnover and aging of long-lived postmitotic cells: the mitochondrial-lysosomal
axis theory of aging. Antioxid Redox Signal 12: 503–535.
10. Kishi S, Bayliss PE, Uchiyama J, Koshimizu E, Qi J, et al. (2008) The
identification of zebrafish mutants showing alterations in senescence-associated
biomarkers. PLoS Genet 4: e1000152.
11. Kasahara M, Naruse K, Sasaki S, Nakatani Y, Qu W, et al. (2007) The medaka
draft genome and insights into vertebrate genome evolution. Nature 447:
714–719.
12. Shima A, Mitani H (2004) Medaka as a research organism: past, present and
future. Mech Dev 121: 599–604.
13. Furutani-Seiki M, Wittbrodt J (2004) Medaka and zebrafish, an evolutionary
twin study. Mech Dev 121: 629–637.
14. Wittbrodt J, Shima A, Schartl M (2002) Medaka—a model organism from the
far East. Nat Rev Genet 3: 53–64.
15. Egami N (1971) Further notes on the life span of the teleost, Oryzias latipes. Exp
Gerontol 6: 379–382.
16. Egami N, Etoh H (1973) Effect of x-irradiation during embryonic stage on life
span in the fish, Oryzias latipes. Exp Gerontol 8: 219–222.
17. Egami N, Etoh H (1969) Life span data for the small fish, Oryzias latipes. Exp
Gerontol 4: 127–129.
18. Au DW, Mok HO, Elmore LW, Holt SE (2009) Japanese medaka: a new
vertebrate model for studying telomere and telomerase biology. Comp Biochem
Physiol C Toxicol Pharmacol 149: 161–167.
19. Elmore LW, Norris MW, Sircar S, Bright AT, McChesney PA, et al. (2008)
Upregulation of telomerase function during tissue regeneration. Exp Biol Med
(Maywood) 233: 958–967.
20. Hatakeyama H, Nakamura K, Izumiyama-Shimomura N, Ishii A, Tsuchida S,
et al. (2008) The teleost Oryzias latipes shows telomere shortening with age
despite considerable telomerase activity throughout life. Mech Ageing Dev 129:
550–557.
21. Boorman GA, Botts S, Bunton TE, Fournie JW, Harshbarger JC, et al. (1997)
Diagnostic criteria for degenerative, inflammatory, proliferative nonneoplastic
and neoplastic liver lesions in medaka (Oryzias latipes): consensus of a National
Toxicology Program Pathology Working Group. Toxicol Pathol 25: 202–210.
22. Hobbie KR, Deangelo AB, King LC, Winn RN, Law JM (2009) Toward a
molecular equivalent dose: use of the medaka model in comparative risk
assessment. Comp Biochem Physiol C Toxicol Pharmacol 149: 141–151.
23. Winn RN, Majeske AJ, Jagoe CH, Glenn TC, Smith MH, et al. (2008)
Transgenic lambda medaka as a new model for germ cell mutagenesis. Environ
Mol Mutagen 49: 173–184.
24. Ijiri K (2003) Life-cycle experiments of medaka fish aboard the international
space station. Adv Space Biol Med 9: 201–216.
25. Hinton TG, Coughlin DP, Yi Y, Marsh LC (2004) Low Dose Rate Irradiation
Facility: initial study on chronic exposures to medaka. J Environ Radioact 74:
43–55.
26. Shimada A, Shima A, Nojima K, Seino Y, Setlow RB (2005) Germ cell
mutagenesis in medaka fish after exposures to high-energy cosmic ray nuclei: A
human model. Proc Natl Acad Sci U S A 102: 6063–6067.
27. Kuhne WW, Gersey BB, Wilkins R, Wu H, Wender SA, et al. (2009) Biological
effects of high-energy neutrons measured in vivo using a vertebrate model.
Radiat Res 172: 473–480.
28. Shima A, Egami N (1978) Absence of systematic polyploidization of hepatocyte
nuclei during the ageing process of the male medaka, Oryzias latipes. Exp
Gerontol 13: 51–55.
29. Dimri GP, Lee X, Basile G, Acosta M, Scott G, et al. (1995) A biomarker that
identifies senescent human cells in culture and in aging skin in vivo. Proc Natl
Acad Sci U S A 92: 9363–9367.
30. Woodhead AD (1984) Aging changes in the heart of a poeciliid fish, the guppy
Poecilia reticulatus. Exp Gerontol 19: 383–391.
31. Gomori G (1950) A rapid one-step trichrome stain. Am J Clin Pathol 20:
661–664.
32. Masahito P, Aoki K, Egami N, Ishikawa T, Sugano H (1989) Life-span studies
on spontaneous tumor development in the medaka (Oryzias latipes). Jpn J Cancer
Res 80: 1058–1065.
33. Hawkins WE, Walker WW, Fournie JW, Manning CS, Krol RM (2003) Use of
the Japanese medaka (Oryzias latipes) and guppy (Poecilia reticulata) in
carcinogenesis testing under national toxicology program protocols. Toxicol
Pathol 31 Suppl: 88–91.
34. Karbe E, Kerlin RL (2002) Cystic degeneration/Spongiosis hepatis in rats.
Toxicol Pathol 30: 216–227.
35. Bannasch P (2003) Comments on R. Karbe and R. L. Kerlin (2002). Cystic
degeneration/spongiosis hepatis (Toxicol Pathol 30 (2), 216-227). Toxicol Pathol
31: 566–570.
36. Hinton DE, Lantz RC, Hampton JA (1984) Effect of age and exposure to a
carcinogen on the structure of the medaka liver: a morphometric study. Natl
Cancer Inst Monogr 65: 239–249.
Aging in Medaka
PLoS ONE | www.plosone.org 10 October 2010 | Volume 5 | Issue 10 | e1328737. Couch JA (1991) Spongiosis hepatis: chemical induction, pathogenesis, and
possible neoplastic fate in a teleost fish model. Toxicol Pathol 19: 237–250.
38. Greiling TM, Houck SA, Clark JI (2009) The zebrafish lens proteome during
development and aging. Mol Vis 15: 2313–2325.
39. Liu RK, Walford RL (1975) Mid-life temperature-transfer effects on life-span of
annual fish. J Gerontol 30: 129–131.
40. Cellerino A (2009) Life extension in the short-lived fish Nothobranchius furzeri.
In: Sell C, Lorenzini A, Brown-Borg HM, eds. Life-span extension. Jena,
Germany: Humana Press. pp 151–171.
41. Yen K, Mastitis JW, Mobbs CV (2004) Lifespan is not determined by metabolic
rate: evidence from fishes and C. elegans. Exp Gerontol 39: 947–949.
42. Malek RL, Sajadi H, Abraham J, Grundy MA, Gerhard GS (2004) The effects
of temperature reduction on gene expression and oxidative stress in skeletal
muscle from adult zebrafish. Comp Biochem Physiol C Toxicol Pharmacol 138:
363–373.
43. Taniguchi Y, Takeda S, Furutani-Seiki M, Kamei Y, Todo T, et al. (2006)
Generation of medaka gene knockout models by target-selected mutagenesis.
Genome Biol 7: R116.
44. Egami N, Etoh H (1962) Dose-survival time relationship and protective action of
reserpine against X-irradiation in the fish, Oryzias latipes. Ann Zool (Japan) 35:
188–198.
45. Hyodo-Taguchi Y, Egami N (1989) Use of small fish in biomedical research,
with special reference to inbred strains of medaka. In: Woodhead AD, ed.
Nonmammalian animal models for biomedical research. Boca RatonFlorida:
CRC Press. pp 185–214.
46. Kong RY, Giesy JP, Wu RS, Chen EX, Chiang MW, et al. (2008) Development
of a marine fish model for studying in vivo molecular responses in ecotoxicology.
Aquat Toxicol 86: 131–141.
Aging in Medaka
PLoS ONE | www.plosone.org 11 October 2010 | Volume 5 | Issue 10 | e13287